
Authors' Reply to “Host Taxonomy is Critical in Zoonotic
Disease Surveillance and Reporting”

Source: Journal of Wildlife Diseases, 60(2) : 555-557

Published By: Wildlife Disease Association

URL: https://doi.org/10.7589/JWD-D-23-00178b

BioOne Complete (complete.BioOne.org) is a full-text database of 200 subscribed and open-access titles
in the biological, ecological, and environmental sciences published by nonprofit societies, associations,
museums, institutions, and presses.

Your use of this PDF, the BioOne Complete website, and all posted and associated content indicates your
acceptance of BioOne’s Terms of Use, available at www.bioone.org/terms-of-use.

Usage of BioOne Complete content is strictly limited to personal, educational, and non - commercial use.
Commercial inquiries or rights and permissions requests should be directed to the individual publisher as
copyright holder.

BioOne sees sustainable scholarly publishing as an inherently collaborative enterprise connecting authors, nonprofit
publishers, academic institutions, research libraries, and research funders in the common goal of maximizing access to
critical research.

Downloaded From: https://bioone.org/journals/Journal-of-Wildlife-Diseases on 14 May 2024
Terms of Use: https://bioone.org/terms-of-use



DOI: 10.7589/JWD-D-23-00178b Journal of Wildlife Diseases, 60(2), 2024, pp. 555–557
� Wildlife Disease Association 2024

Authors’ Reply to “Host Taxonomy is Critical in Zoonotic Disease
Surveillance and Reporting”

Dear Editor,
We appreciate the feedback from Olson and

Juman (2024) on our manuscript (Hareza et al.
2023). After conducting a thorough review of the
original surveillance data, we acknowledge that
both rabid marmots in question were indeed
identified in states along the East Coast, and we
have supplied a corrected table to address this.
While we concur with the significance of pre-

cise taxonomic nomenclature, it is imperative to
note certain nuances regarding the functioning
of the United States National Rabies Surveillance
System (NRSS), which may not have been fully
appreciated in the Letter by Olson and Juman.
The NRSS compiles data from over 130 rabies
laboratories across the United States, represent-
ing 54 reporting jurisdictions (Ma et al. 2022).
These data are received in unstandardized for-
mats and are collated by the Centers for Disease
Control and Prevention (CDC). CDC is often
unable to impute missing data elements (like
species) or verify the taxonomic naming that
reporting jurisdictions have provided.
It is pertinent to highlight that the Council for

State and Territorial Epidemiologists (CSTE)
requests states to submit species-level informa-
tion for any animal tested for rabies. However,

the availability of such information, particularly
for bats, is not consistently ensured. This issue is
described in various citations included in our
original article, namely, “Rabies Surveillance in
the United States” and the CSTE Position State-
ment (CSTE 2011; Ma et al. 2022).
Addressing the concerns raised regarding De

Benedictis et al (De Benedictis et al. 2022), we
find it necessary to emphasize the challenges
associated with implementing costly technolo-
gies within large surveillance systems or publicly
funded initiatives. Factoring in all associated
expenses of DNA barcoding assays, inclusion of
this as a routine test in a rabies diagnostic lab
would likely cost $75 USD per sample. The
NRSS laboratory network tests nearly 100,000
animals annually (CDC 2011) which would add
$7.5 million in public funding if the suggested
cytochrome B testing were to be adopted. It
is crucial to contextualize this against the
backdrop of the current cost for rabies diag-
nostic services across the 130 US rabies labo-
ratories participating in the NRSS, which is
estimated at $6 million USD (ADHS 2017).
Selective DNA barcoding technology may
have a role, but we must remember that the
NRSS operates to prevent rabies infections
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in people and animals, epidemiologic studies
such as this are conducted opportunistically,
taking advantage of the data generated by
this large and routine public health system.
Until truly low cost and accurate means of
taxonomic identification are available, large-
scale, publicly funded surveillance systems
will struggle to implement the suggestions
provided by Olson and Juman.
In light of the aforementioned challenges and

constraints, we propose a pragmatic solution by
correcting the table to reflect “Marmota sp.” to
prevent any future misinterpretations. Addition-
ally, we recommend replacing the specific taxon-
omies for rabbit and squirrel with more general
taxonomic names, as indicated in the corrected
table. Furthermore, we would like to clarify that
discrepancies raised by Olson and Juman are
due to differences in data included in our analy-
sis (we did not include guinea pigs or chinchilla
in our study, for example, so we did not include
these animals from previous publications in our
analyses).
While we acknowledge the significance of

addressing errors and ensuring accuracy, we
assert that the issues raised by Olson and Juman
primarily pertain to a straightforward erratum in
Table 1 (please see Table 2 for corrections). The
challenges associated with working with a vast
surveillance database and the limited accessibility
of accurate taxonomic identification tools in pub-
lic health laboratories contributed to the issue
raised by Olson and Juman.

Dariusz A. Hareza, Ricky Langley, Xiaoyue Ma,

Ryan Wallace, and Charles E. Rupprecht

Disclaimer: The findings and conclusions in this
letter are those of the authors and do not neces-
sarily represent the views of the Centers for Dis-
ease Control and Prevention.
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