" BioOne COMPLETE

Erratum

Author: Ericson, Per G. P.
Source: The Auk, 118(2) : 563

Published By: American Ornithological Society
URL.: https://doi.org/10.1642/0004-8038(2001)118[0563:E]2.0.CO;2

BioOne Complete (complete.BioOne.org) is a full-text database of 200 subscribed and open-access titles
in the biological, ecological, and environmental sciences published by nonprofit societies, associations,
museums, institutions, and presses.

Your use of this PDF, the BioOne Complete website, and all posted and associated content indicates your
acceptance of BioOne’s Terms of Use, available at www.bioone.org/terms-of-use.

Usage of BioOne Complete content is strictly limited to personal, educational, and non - commercial use.
Commercial inquiries or rights and permissions requests should be directed to the individual publisher as
copyright holder.

BioOne sees sustainable scholarly publishing as an inherently collaborative enterprise connecting authors, nonprofit
publishers, academic institutions, research libraries, and research funders in the common goal of maximizing access to
critical research.

Downloaded From: https://bioone.org/journals/The-Auk on 17 May 2024
Terms of Use: https://bioone.org/terms-of-use



The Auk 118(2):563, 2001
Erratum

PER G. P. ERICSON!
Department of Vertebrate Zoology, Swedish Museum of Natural History, P.O. Box 50007,
SE-10405 Stockholm, Sweden

Ericson et al. (2000) reported on the taxonomic dis- LITERATURE CITED
tributions of two insertions in the nuclear c-myc gene
observed in a survey of passerine species. On the ba-
sis of an expanded set of sequences, it has become
evident that the most parsimonious placement for
the first insertion is between positions 789 and 790
in the published chicken (Gallus) sequence (Watson et
al. 1983). The positional change of this insertion does
not affect the phylogenetic interpretation of its oc-
currence. We thank Michael J. Braun and John Harsh-
man for alerting us to the possibility that the inser-
tion should be located at a different position than
was first suggested.

ERrIicsoN, P. G. P, U. S. JOHANSSON, AND T. J. PARSONS.
2000. Major divisions of oscines revealed by in-
sertions in the nuclear gene c-myc: A novel gene
in avian phylogenetics. Auk 117:1077-1086.

WaTsoN, D. K., E. P. REDDY, P. H. DUESBERG, AND T.
S. PApAs. 1983. Nucleotide sequence analysis of
the chicken c-myc gene reveals homologous and
unique coding regions by comparison with the
transforming gene of avian myelocytomatosis
viros MC29, delta gag-myc. Proceedings of the
National Academy of Sciences USA 80:2146-
2150.

! E-mail: per.ericson@nrm.edu

563

Downloaded From: https://bioone.org/journals/The-Auk on 17 May 2024
Terms of Use: https://bioone.org/terms-of-use



